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ALL AROUND AN OUTSTANDING VARIETY FOR  
SOUTHERN MINNESOTA & NORTHERN IOWA

• SCN, Rps 1c, BSR, & Excluder gene
• Medium height plant with great standability & stress tolerance
• White Mold & IDC is equal to TP-16L86
• Best in zone as it may lean towards a 1.9-2.0 
• Pair with 18E9 & 20E9 for higher yield and more SDS protection

PLANT CHARACTERISTICS

Flower Color Purple

Pubescence Color Gray

Pod Color Tan

Hilum Color Imperfect 
Black

Plant Height Medium

Plant Type Intermediate

Estimated Seed Size 2,600

Yield Score for Maturity

3 5
Emergence

Standability

Light Soils

Heavy Soils

Stress Tolerance

421

BEST

POSITIONING  & ADAPTABILITY AGRONOMIC RATINGS

Soybean Cyst Nematode (SCN) PI 88.788

Phytophthora Root Rot Gene Rps 1c

Frog Eye

Brown Stem Rot

3 5
Iron Chlorosis
Phytophthora Root Rot

White Mold

Stem Canker

Sudden Death 

421

BEST
5 = Excellent   4 = Very Good   3 = Average   2 = Below Average   1 = Poor
*All ratings presented are from past performance and do not ensure future results

5 = Excellent/Resistant   4 = Very Good   3 = Average   2 = Below Average   1 = Poor/Highly Susceptible
*All ratings presented are from past performance and do not ensure future results

-

-

VERSION 62419

2018 YIELD DATA COMPARISONS

+ 0.3 Bushel Average vs. 16GL8

- 0.3 Bushel Average vs. 18GL8

+ 4.7 Bushel Average vs. TP-16L86

+ 1.0 Bushel Average vs. TP-23L54

*All test results are from past performances and do not ensure future results
*All data was conducted by a third party

™Trademarks of Dow AgroSciences or DuPont, and their affiliated companies or their respective owners.  
Enlist E3 soybeans were jointly developed by Dow AgroSciences and MS Technologies.

Phytophthora Root Rot Gene Resistance   

Rps 1a = resistance to races 1-2, 10-13, 15-19   

Rps 1c = resistance to races 1-3, 6-11, 13, 15, 17, 21, 23, 24  

Rps 1k = resistance to races 1-11, 13-15, 17-18, 21, 22   

Rps 3a = resistance to races 1-5, 8, 9, 11, 13, 14, 16, 18, 23 , 25  

NG = No specific gene   

Ha, Hc, and Hk = Heterozygous for specific gene   


